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3 <110> APPLICANT: Flasinski, Stanislaw 

5 <120> TITLE OF INVENTION: Methods for Using Artificial Polynucleotides and 
Compositions 

6 thereof to Reduce Transgene Silencing 





8 


<130> FILE REFERENCE: 11899 


.0235.PCUS00 














c- -> 


10 


<140> CURRENT APPLICATION NUMBER: US/10/521 # 288 










c- -> 


11 


<141> CURRENT FILING DATE: , 


2005 


-01- 


14 
















13 


<150> PRIOR 


APPLICATION 


NUMBER: 


us 


06/396,665 












14 


<151> PRIOR 


FILING DATE 


: 2002-07-18 


















16 


<160> NUMBER OF 


SEQ 


ID NOS: 


35 




















18 


<170> SOFTWARE: 


Patentln version 3. 


3 
















20 


<210> SEQ ID NO 


: 1 


























21 


<211> LENGTH: 515 


























22 


<212> TYPE: 


PRT 




























23 


<213> ORGANISM: 


Oryza sativa 




















25 


<400> SEQUENCE: 


1 


























27 


Met 


Ala 


Ala 


Thr 


Met 


Ala 


Ser 


Asn 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Val 


Ser 




28 


1 








5 










10 










15 






31 


Leu 


Asp 


Gin 


Ala 


Val 


Ala 


Ala 


Ser 


Ala 


Ala 


Phe 


Ser 


Ser 


Arg 


Lys 


Gin 




32 








20 










25 










30 








35 


Leu 


Arg 


Leu 


Pro 


Ala 


Ala 


Ala 


Arg 


Gly 


Gly 


Met 


Arg 


Val 


Arg 


Val 


Arg 




36 






35 










40 










45 










39 


Ala 


Arg 


Gly 


Arg 


Arg 


Glu 


Ala 


Val 


Val 


Val 


Ala 


Ser 


Ala 


Ser 


Ser 


Ser 




40 




50 










55 










60 












43 


Ser 


Val 


Ala 


Ala 


Pro 


Ala 


Ala 


Lys 


Ala 


Glu 


Glu 


He 


Val 


Leu 


Gin 


Pro 




44 


65 










70 










75 










80 




47 


He 


Arg 


Glu 


He 


Ser 


Gly 


Ala 


Val 


Gin 


Leu 


Pro 


Gly 


Ser 


Lys 


Ser 


Leu 




48 










85 










90 










95 






51 


Ser 


Asn 


Arg 


He 


Leu 


Leu 


Leu 


Ser 


Ala 


Leu 


Ser 


Glu 


Gly 


Thr 


Thr 


Val 




52 








100 










105 










110 








55 


Val 


Asp 


Asn 


Leu 


Leu 


Asn 


Ser 


Glu 


Asp 


Val 


His 


Tyr 


Met 


Leu 


Glu 


Ala 




56 






115 










120 










125 










59 


Leu 


Lys 


Ala 


Leu 


Gly 


Leu 


Ser 


Val 


Glu 


Ala 


Asp 


Lys 


Val 


Ala 


Lys 


Arg 




60 




130 










135 










140 












63 


Ala 


Val 


Val 


Val 


Gly 


Cys 


Gly 


Gly 


Lys 


Phe 


Pro 


Val 


Glu 


Lys 


Asp 


Ala 




64 


145 










150 










155 










160 




67 


Lys 


Glu 


Glu 


Val 


Gin 


Leu 


Phe 


Leu 


Gly 


Asn 


Ala 


Gly 


He 


Ala 


Met 


Arg 




68 










165 










170 










175 






71 


Ser 


Leu 


Thr 


Ala 


Ala 


Val 


Thr 


Ala 


Ala 


Gly 


Gly 


Asn 


Ala 


Thr 


Tyr 


Val 




,72 








180 










185 










190 








75 


Leu 


Asp 


Gly 


Val 


Pro 


Arg 


Met 


Arg 


Glu 


Arg 


Pro 


He 


Gly 


Asp 


Leu 


Val 




76 






195 










200 










205 










79 


Val 


Gly 


Leu 


Lys 


Gin 


Leu 


Gly 


Ala 


Asp 


Val 


Asp 


Cys 


Phe 


Leu 


Gly 


Thr 




80 




210 










215 










220 
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83 Glu Cys Pro Pro Val Arg Val Lys Gly lie Gly Gly Leu Pro Gly Gly 

84 225 230 235 240 

87 Lys Val Lys Leu Ser Gly Ser lie Ser Ser Gin Tyr Leu Ser Ala Leu 

88 245 250 255 

91 Leu Met Ala Ala Pro Leu Ala Leu Gly Asp Val Glu He Glu He He 

92 260 265 270 

95 Asp Lys Leu He Ser He Pro Tyr Val Glu Met Thr Leu Arg Leu Met 

96 275 280 285 

99 Glu Arg Phe Gly Val Lys Ala Glu His Ser Asp Ser Trp Asp Arg Phe 



100 




290 










295 










300 










103 


Tyr 


He 


Lys 


Gly 


Gly Gin 


Lys 


Tyr 


Lys 


Ser 


Pro 


Gly 


Asn 


Ala 


Tyr 


Val 


104 


305 










310 










315 










320 


107 


Glu 


Gly 


Asp 


Ala 


Ser 


Ser 


Ala 


Ser Tyr 


Phe 


Leu 


Ala 


Gly 


Ala 


Ala 


He 


108 










325 










330 










335 




111 


Thr 


Gly 


Gly 


Thr 


Val 


Thr 


Val 


Gin Gly 


Cys 


Gly 


Thr 


Thr 


Ser 


Leu 


Gin 


112 








340 










345 










350 






115 


Gly 


Asp 


Val 


Lys 


Phe 


Ala 


Glu 


Val 


Leu 


Glu 


Met 


Met 


Gly 


Ala 


Lys 


Val 


116 






355 










360 










365 








119 


Thr 


Trp 


Thr 


Asp 


Thr 


Ser 


Val 


Thr 


Val 


Thr 


Gly 


Pro 


Pro 


Arg 


Glu 


Pro 


120 




370 










375 










380 










123 


Tyr 


Gly 


Lys 


Lys 


His 


Leu 


Lys 


Ala 


Val 


Asp 


Val 


Asn 


Met 


Asn 


Lys 


Met 


124 


385 










390 










395 










400 


127 


Pro 


Asp 


Val 


Ala 


Met 


Thr 


Leu 


Ala 


Val 


Val 


Ala 


Leu 


Phe 


Ala 


Asp 


Gly 


128 










405 










410 










415 




131 


Pro 


Thr 


Ala 


He 


Arg Asp 


Val 


Ala 


Ser 


Trp 


Arg 


Val 


Lys 


Glu 


Thr 


Glu 


132 








420 










425 










430 






135 


Arg 


Met 


Val 


Ala 


He Arg 


Thr 


Glu 


Leu 


Thr 


Lys 


Leu 


Gly 


Ala 


Ser 


Val 


136 






435 










440 










445 








139 


Glu 


Glu 


Gly 


Pro 


Asp 


Tyr 


Cys 


He 


He 


Thr 


Pro 


Pro 


Glu 


Lys 


Leu 


Asn 


140 




450 










455 










460 










143 


He 


Thr 


Ala 


He 


Asp 


Thr 


Tyr Asp Asp 


His 


Arg 


Met 


Ala 


Met 


Ala 


Phe 


144 


465 










470 










475 










480 


147 


Ser 


Leu 


Ala 


Ala 


Cys 


Ala 


Asp 


Val 


Pro 


Val 


Thr 


He 


Arg 


Asp 


Pro 


Gly 


148 










485 










490 










495 




151 


Cys 


Thr 


Arg 


Lys 


Thr 


Phe 


Pro Asn Tyr 


Phe 


Asp 


Val 


Leu 


Ser 


Thr 


Phe 


152 








500 










505 










510 






155 


Val 


Arg 


Asn 





























156 515 

159 <210> SEQ ID NO: 2 

160 <211> LENGTH: 1548 

161 <212> TYPE: DNA 

162 <213> ORGANISM: Oryza sativa 

164 <400> SEQUENCE: 2 

165 atggcggcga ccatggcgtc caacgccgcg gctgcggcgg cggtgtccct ggaccaggcc 
167 gtggcggcgt cggcggcgtt ctcgtcgcgg aagcagctgc ggctgcccgc cgcggcgcgc 
169 ggggggatgc gggtgcgggt gcgggcgcgg gggcggcggg aggcggtggt ggtggcgtcc 
171 gcgtcgtcgt cgtcggtggc agcgccggcg gcgaaggcgg aggagatcgt gctccagccc 
173 atcagggaga tctccggggc ggttcagctg ccagggtcca agtcgctctc caacaggatc 
175 ctcctcctct ccgccctctc cgagggcaca acagtggtgg acaacttgct gaacagtgag 



60 
120 
180 
240 
300 
360 
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177 gatgttcact acatgcttga ggccctgaaa gccctcgggc tctctgtgga agcagataaa 420 

179 gttgcaaaaa gagctgtagt cgttggctgt ggtggcaagt ttcctgttga gaaggatgcg 480 

181 aaagaggaag tgcaactctt cttggggaac gctggaatcg caatgcgatc cttgacagca 540 

183 gccgtgactg ctgctggtgg aaatgcaact tatgtgcttg atggagtgcc acgaatgagg 600 

185 gagagaccga ttggtgactt ggttgtcggg ttgaaacaac ttggtgcgga tgtcgactgt 660 

187 ttccttggca ctgaatgccc acctgttcgt gtcaagggaa ttggaggact tcctggtggc 720 

189 aaggttaagc tctctggttc catcagcagt cagtacttga gtgccttgct gatggctgct 780 

191 cctttggccc ttggggatgt ggagatcgaa atcattgaca aactaatctc cattccttac 840 

193 gttgaaatga cattgagatt gatggagcgt tttggtgtga aggcagagca ttctgatagt 900 

195 tgggacagat tctatattaa gggagggcag aagtacaaat ctcctggaaa tgcctatgtt 960 

197 gaaggtgatg cctcaagcgc gagctatttc ttggctggtg ctgcaatcac tggaggcact 1020 

199 gtgacagttc aaggttgtgg tacgaccagt ttgcagggtg atgtcaaatt tgctgaggta 1080 

201 cttgagatga tgggagcaaa ggttacatgg actgacacca gtgtaaccgt aactggtcca 1140 

203 ccacgtgagc cttatgggaa gaaacacctg aaagctgttg atgtcaacat gaacaaaatg 1200 

205 cctgatgttg ccatgaccct tgccgttgtt gcactcttcg ctgatggtcc aactgctatc 1260 

207 agagatgtgg cttcctggag agtaaaggaa accgaaagga tggttgcaat tcggaccgag 1320 

209 ctaacaaagc tgggagcatc ggttgaagaa ggtcctgact actgcatcat caccccaccg 1380 

211 gagaagctga acatcacggc aatcgacacc tacgatgatc acaggatggc catggccttc 1440 

213 tccctcgctg cctgcgccga cgtgcccgtg acgatcaggg accctggttg cacccgcaag 1500 

215 accttcccca actacttcga cgttctaagc actttcgtca ggaactga 1548 

218 <210> SEQ ID NO: 3 

219 <211> LENGTH: 1548 

220 <212> TYPE: DNA 

221 <213> ORGANISM: Oryza sativ 

223 <400> SEQUENCE : 3 

224 atggctgcaa ctatggctag taacgcagcg gctgccgctg ccgtttcctt agaccaagca 60 
226 gtagcagcga gcgctgcatt ctcatcacgt aagcaactac ggctaccagc agccgctaga 120 
228 ggcggcatga gagttagagt gagggctaga ggtaggcggg aggctgtagt cgtagcctcc 180 
230 gcttctagca gttcggtggc tgcgccggct gctaaggcag aggagattgt tttacaacct 240 
232 attagggaaa tatcgggggc cgtacaatta cctggaagca agagcctttc caacaggatt 300 
234 ctgttgcttt cagctctctc ggagggaaca acagttgtgg ataatctgtt gaatagtgag 360 
236 gatgtgcact atatgctaga ggctctcaag gctctagggc tttctgtaga agcggataaa 420 
238 gtagcaaaac gcgcagtggt tgtaggttgt ggtgggaagt tcccagttga aaaggatgct 480 
240 aaggaagaag tacagctctt tctcgggaat gccgggatcg ccatgcggag tttgactgct 540 
242 gcggtcacag ccgctggagg caacgcaaca tacgtcctag atggggtgcc gagaatgcgt 600 
244 gagcgtccta ttggtgatct tgtcgtaggt ctcaagcaac tcggcgctga cgtagattgt 660 
246 ttcctgggta ctgagtgtcc gccagtcaga gttaaaggaa tcggtgggct gccgggcgga 72 0 
248 aaggtcaagc tgtcgggcag tatttcgagt cagtatcttt ctgctctcct gatggctgcg 780 
250 ccattagctt tgggagatgt tgagatcgag atcattgata aacttatatc tatcccgtat 840 
252 gtcgagatga ctttaagact tatggaacgg tttggggtta aggccgagca tagcgacagt 900 
254 tgggatcgtt tctacataaa gggaggccag aagtataagt ctcctgggaa tgcttatgta 960 
256 gaaggggatg cttcatctgc gtcttacttc cttgcgggag cggctataac tggaggaaca 1020 
258 gtcacagttc agggctgcgg tacaacaagt ttgcaaggtg acgtgaagtt tgccgaggta 1080 
260 cttgaaatga tgggtgccaa agtaacgtgg acagacacat cggtgacagt tactggtcct 1140 
262 ccacgagaac cttacggcaa aaagcatctt aaggccgtgg atgttaatat gaataagatg 12 00 
264 cctgacgttg ctatgacact tgccgttgtt gccctttttg cagacggccc aacggcgata 1260 
266 cgcgatgttg catcatggcg cgtcaaggaa acggagagga tggtggctat tcgaactgaa 1320 
268 ctcaccaaac ttggtgcctc tgtagaggag ggccctgatt actgtatcat tacaccccct 1380 
270 gagaaactta acatcactgc tattgataca tacgacgatc atagaatggc tatggctttc 1440 
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272 tcactggccg cttgtgcaga tgttcctgtc acaatcagag 

274 acgttcccga actactttga tgttctttca acattcgtcc 

277 <210> SEQ ID NO: 4 

278 <211> LENGTH: 1548 

279 <212> TYPE: DNA 

280 <213> ORGANISM: Oryza sativa 

282 <400> SEQUENCE: 4 

283 atggctgcaa ctatggctag taacgcagcg gctgccgctg 
285 gtagcagcga gcgctgcatt ctcatcacgt aagcaactac 
2 87 ggcggcatga gagttagagt gagggctaga ggtaggcggg 
289 gcttctagca gttcggtggc tgcgccggct gctaaggcag 
291 attagggaaa tatcgggggc cgtacaatta cctggaagca 
2 93 ctgttgcttt cage tct etc ggagggaaca acagttgtgg 
2 95 gatgtgcact atatgetaga ggctctcaag gctctagggc 
297 gtagcaaaac gcgcagtggt tgtaggttgt ggtgggaagt 
2 99 aaggaagaag tacagctctt tetegggaat geegggateg 
301 gcggtcacag ccgctggagg caacgcaaca tacgtcctag 
303 gagegtccta ttggtgatct tgtcgtaggt ctcaagcaac 
305 ttcctgggta ctgagtgtcc gecagtcaga gttaaaggaa 
307 aaggtcaagc tgtcgggcag tatttcgagt cagtatcttt 
309 ccattagctt tgggagatgt tgagatcgag atcattgata 
311 gtcgagatga ctttaagact tatggaaegg tttggggtta 
313 tgggatcgtt tctacataaa gggaggccag aagtataagt 
315 gaaggggatg cttcatctgc gtcttacttc ettgegggag 
317 gtcacagttc agggctgegg tacaacaagt ttgcaaggtg 
319 cttgaaatga tgggtgccaa agtaacgtgg acagacacat 
321 ccacgagaac ettaeggcaa aaagcatctt aaggccgtgg 
323 cctgacgttg ctatgacact tgccgttgtt gecctttttg 
325 cgcgatgttg catcatggcg cgtcaaggaa aeggagagga 
327 ctcaccaaac ttggtgcctc tgtagaggag ggecctgatt 
329 gagaaactta acatcactgc tattgataca tacgacgatc 
331 tcactggccg cttgtgcaga tgttcctgtc acaatcagag 
333 acgttcccga actactttga tgttctttca acattcgtcc 

336 <210> SEQ ID NO: 5 

337 <211> LENGTH: 525 
<212> TYPE: PRT 

Glycine max 
5 



atcctggctg tactagaaag 
gcaattga 



1500 
1548 



ccgtttcctt 
ggctaccagc 
aggctgtagt 
aggagattgt 
agagecttte 
ataatctgtt 
tttctgtaga 
tcccagttga 
ecatgeggag 
atggggtgcc 
teggegctga 
tcggtgggct 
ctgctctcct 
aacttatatc 
aggecgagea 
ctcctgggaa 
eggctataac 
acgtgaagtt 
cggtgacagt 
atgttaatat 
cagacggccc 
tggtggctat 
actgtatcat 
atagaatggc 
atcctggctg 
gcaattga 



agaccaagca 
ageegctaga 
cgtagcctcc 
tttacaacct 
caacaggatt 
gaatagtgag 
ageggataaa 
aaaggatget 
tttgactget 
gagaatgegt 
cgtagattgt 
geegggegga 
gatggctgcg 
tatccegtat 
tagegacagt 
tgcttatgta 
tggaggaaca 
tgccgaggta 
tactggtcct 
gaataagatg 
aaeggegata 
tcgaactgaa 
tacaccccct 
tatggctttc 
tactagaaag 



338 

339 <213> ORGANISM: 
341 <400> SEQUENCE: 



343 Met Ala Gin Val Ser Arg Val His Asn Leu Ala 
15 10 
Phe Gly His Ser Ser Asn Ser Asn Lys Leu Lys 



344 
347 
348 



20 



25 



351 Ser Leu Arg Pro Arg Leu Trp Gly Ala Ser Lys 

352 35 40 

355 His Lys Asn Gly Ser Phe Met Gly Asn Phe Asn 

356 50 55 

359 Ser Gly Val Phe Lys Val Ser Ala Ser Val Ala 

360 65 70 75 
363 Ser Thr Ser Pro Glu lie Val Leu Glu Pro He 



Gin Ser Thr Gin He 
15 

Ser Val Asn Ser Val 
30 

Ser Arg He Pro Met 
45 

Val Gly Lys Gly Asn 
60 

Ala Ala Glu Lys Pro 
80 

Lys Asp Phe Ser Gly 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1548 
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364 










85 






90 








95 




367 


Thr 


He 


Thr 


Leu 


Pro 


Gly 


Ser Lys 


Ser Leu Ser 


Asn 


Arg 


He 


Leu 


Leu 


368 








100 








105 






110 






371 


Leu 


Ala 


Ala 


Leu 


Ser 


Glu 


Gly Thr 


Thr Val Val 


Asp 


Asn 


Leu 


Leu 


Tyr 


372 






115 








120 






125 








375 


Ser 


Glu 


Asp 


He 


His 


Tyr 


Met Leu 


Gly Ala Leu 


Arg 


Thr 


Leu 


Gly 


Leu 


376 




130 










135 




140 










379 


Arg 


Val 


Glu 


As P 


Asp 


Lys 


Thr Thr 


Lys Gin Ala 


He 


Val 


Glu 


Gly 


Cys 


380 


145 










150 




155 










160 


383 


Gly 


Gly 


Leu 


Phe 


Pro 


Thr 


Ser Lys 


Glu Ser Lys 


Asp 


Glu 


He 


Asn 


Leu 


384 










165 






170 








175 




387 


Phe 


Leu 


Gly 


Asn 


Ala 


Gly 


He Ala 


Met Lys Ser 


Leu 


Thr 


Ala 


Ala 


Val 


388 








180 








185 






190 






391 


Val 


Ala 


Ala 


Gly 


Gly 


Asn 


Ala Ser 


Tyr Val Leu 


Asp 


Gly 


Val 


Pro 


Arg 


392 






195 








200 






205 








395 


Met 


Arg 


Glu 


Arg 


Pro 


He 


Gly Asp 


Leu Val Ala 


Gly 


Leu 


Lys 


Gin 


Leu 


396 




210 










215 




220 










399 


Gly 


Ala 


Asp 


Val 


Asp 


Cys 


Phe Leu 


Gly Thr Asn 


Cys 


Pro 


Pro 


Val 


Arg 


400 


225 










230 




235 










240 


403 


Val 


Asn 


Gly 


Lys 


Gly 


Gly 


Leu Pro 


Gly Gly Lys 


Val 


Lys 


Leu 


Ser 


Gly 


404 










245 






250 








255 




407 


Ser 


Val 


Ser 


Ser 


Gin 


Tyr 


Leu Thr 


Ala Leu Leu 


Met 


Ala 


Ala 


Pro 


Leu 


408 








260 








265 






270 






411 


Ala 


Leu 


Gly 


Asp 


Val 


Glu 


He Glu 


He Val Asp 


Lys 


Leu 


He 


Ser 


Val 


412 






275 








280 






285 








415 


Pro 


Tyr 


Val 


Glu 


Met 


Thr 


Leu Lys 


Leu Met Glu 


Arg 


Phe 


Gly 


Val 


Ser 


416 




290 










295 




300 










419 


Val 


Glu 


His 


Ser 


Gly 


Asn 


Trp Asp 


Arg Phe Leu 


Val 


His 


Gly 


Gly 


Gin 


420 


305 










310 




315 










320 


423 


Lys 


Tyr 


Lys 


Ser 


Pro 


Gly 


Asn Ala 


Phe Val Glu 


Gly 


Asp 


Ala 


Ser 


Ser 


424 










325 






330 








335 




427 


Ala 


Ser 


Tyr 


Leu 


Leu 


Ala 


Gly Ala 


Ala He Thr 


Gly 


Gly 


Thr 


He 


Thr 


428 








340 








345 






350 






431 


Val 


Asn 


Gly 


Cys 


Gly 


Thr 


Ser Ser 


Leu Gin Gly 


Asp 


Val 


Lys 


Phe 


Ala 


432 






355 








360 






365 








435 


Glu 


Val 


Leu 


Glu 


Lys 


Met 


Gly Ala 


Lys Val Thr 


Trp 


Ser 


Glu 


Asn 


Ser 


436 




370 










375 




380 










439 


Val 


Thr 


Val 


Ser 


Gly 


Pro 


Pro Arg 


Asp Phe Ser 


Gly 


Arg 


Lys 


Val 


Leu 


440 


385 










390 




395 










400 


443 


Arg 


Gly 


He 


Asp 


Val 


Asn 


Met Asn 


Lys Met Pro 


Asp 


Val 


Ala 


Met 


Thr 


444 










405 






410 








415 




447 


Leu 


Ala 


Val 


Val 


Ala 


Leu 


Phe Ala 


Asn Gly Pro 


Thr 


Ala 
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